Abstract
Introduction

30
Historically, the Florida Burrowing Owl (Athene cunicularia floridana) occupied the persistence in these areas is fleeting as owl density declines abruptly when greater than 60% of 42 the land is developed (Wesemann 1986 ). Thus, Burrowing Owl populations in developing urban areas of south Florida are in a state of flux between colonization, brief persistence, and 44 extirpation (Wesemann 1986; Millsap 2002) .
45
In addition to demography and population dynamics, genetic variation can have profound Therefore, we describe the development of seven microsatellite markers that can be used to 57 assess levels of genetic variation of Florida Burrowing Owls.
59
Materials and Methods
60
All burrowing owls were captured and handled in accordance with guidelines of the The sequence data were mined for di-, tri-, and tetra-nucleotide repeats using a Pearl script 
80
A first-round PCR amplified the target region using 5' M13-tailed gene-specific forward 81 primers and gene-specific reverse primers, and a second round used a fluorescent WellRED D2, 82 D3, or D4 dye-labeled M13 forward primer and unlabeled gene-specific reverse primer.
83
Touchdown PCR conditions for the initial and second amplification were identical. Initial 84 denaturation was 94°C for two min, followed by a second denaturation at 94⁰C for 15 sec,
85
annealing for 15 sec, and extension at 68⁰C for 30 sec. The annealing temperature decreased by 1⁰C, from 58⁰C to 56⁰C, for cycles 1-3, 54⁰C for three cycles, and 52°C for the final twenty-five 87 cycles.
88
PCR products were separated and sized on a Beckman GeXP Genetic Analysis System.
89
Alleles were scored using the Soft Genetics Gene Marker software (Version 2.6.4). The number 90 and range of alleles at each locus was calculated using GenAlEx (Version 6.41) ( 
Results
95
We originally amplified 14 loci, but only those in which > 75% of the samples amplified 96 were included in the analysis. All loci were polymorphic (Table 1) . No more than 5 alleles were 97 observed at any locus, while < 3 alleles were observed at the majority (71%, N=5) of loci. Four close to their birth site) resulting from short dispersal distances of juvenile males appears to 108 promote incestuous (mother-son) matings (Millsap & Bear 1997 
